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Welcome to nano-org

This website aims to deliver a publicly accessible, curated, and functional resource
containing single-molecule localisation microscopy (SMLM) data representing the
nanoscale distributions of proteins in cells. Nano-org was developed by the Research
Software Group for a research project led by Professor Dylan Owen , within the Institute
of Immunology and Immunotherapy at the University of Birmingham.
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Public Database

Show 10 v entries

Search:
Title Modality Localization Software Fluorophore Protein Cell Type Upload Date 1
actin_control_IRIS647 PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:25:16
LAT |ate_synapse_mEos2_periphery PALM ThunderSTORM mEos2 LAT Jurkat E6.1 20/08/2024 14:23:05
LAT_late_synapse_mEos2_centre PALM ThunderSTORM mEos2 LAT Jurkat E6.1 20/08/2024 14:22:01
actin_late_synapse_IRIS647 periphery PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:19:54
actin_late_synapse_IRIS647 centre PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:17:30
actin_late_synapse_alpha_actin_KO_Phal647 peripher dSTORM ThunderSTORM phalloidin-647 actin Jurkat E6.1 20/08/2024 14:15:34
actin_late_synapse_alpha_actin_KO_Phal647 centre dSTORM ThunderSTORM phalloidin-647 actin Jurkat E6.1 20/08/2024 14:13:26
actin_early_synapse_IRIS647 periphery PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:10:36
Actin_early_synapse_IRIS647 centre PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:01:55
PrimaryCD8 TIGIT dSTORM ThunderSTORM alexafluor-647 TIGIT Primary CD8+  20/08/2024 13:54:11

Showing 1to 10 of 31 entries

Previous 2 3 4  Next
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Public Database

Show 10 v entries

Search for specific dataset
or metadata tag

Title Modality Localization Software Fluorophore Protein Cell Type Upload Date 1
actin_control_IRIS647 PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:25:16
LAT |ate_synapse_mEos2_periphery PALM ThunderSTORM mEos2 LAT Jurkat E6.1 20/08/2024 14:23:05
LAT_late_synapse_mEos2_centre PALM ThunderSTORM mEos2 LAT Jurkat E6.1 20/08/2024 14:22:01
actin_late_synapse_IRIS647 periphery PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:19:54
actin_late_synapse_IRIS647 centre PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:17:30
actin_late_synapse_alpha_actin_KO_Phal647 peripher dSTORM ThunderSTORM phalloidin-647 actin Jurkat E6.1 20/08/2024 14:15:34
actin_late_synapse_alpha_actin_KO_Phal647 centre dSTORM ThunderSTORM phalloidin-647 actin Jurkat E6.1 20/08/2024 14:13:26
actin_early_synapse_IRIS647 periphery PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:10:36
Actin_early_synapse_IRIS647 centre PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:01:55
PrimaryCD8_TIGIT dSTORM ThunderSTORM alexafluor-647 TIGIT Primary CD8+  20/08/2024 13:54:11

Showing 1to 10 of 31 entries

Previous 2 3 4  Next
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Public Database Sort data by their

Show 10 v entries metadata
Search:
Title Modality Localization Software Fluorophore Protein Cell Type Upload Date 1
actin_control_IRIS647 PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:25:16
LAT |ate_synapse_mEos2_periphery PALM ThunderSTORM mEos2 LAT Jurkat E6.1 20/08/2024 14:23:05
LAT_late_synapse_mEos2_centre PALM ThunderSTORM mEos2 LAT Jurkat E6.1 20/08/2024 14:22:01
actin_late_synapse_IRIS647 periphery PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:19:54
actin_late_synapse_IRIS647 centre PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:17:30
actin_late_synapse_alpha_actin_KO_Phal647 peripher dSTORM ThunderSTORM phalloidin-647 actin Jurkat E6.1 20/08/2024 14:15:34
actin_late_synapse_alpha_actin_KO_Phal647 centre dSTORM ThunderSTORM phalloidin-647 actin Jurkat E6.1 20/08/2024 14:13:26
actin_early_synapse_IRIS647 periphery PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:10:36
Actin_early_synapse_IRIS647 centre PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:01:55
PrimaryCD8_TIGIT dSTORM ThunderSTORM alexafluor-647 TIGIT Primary CD8+  20/08/2024 13:54:11

Showing 1to 10 of 31 entries

Previous 2 3 4  Next
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Public Database

Show 10 v entries

Search:
Title Modality Localization Software Fluorophore Protein Cell Type Upload Date 1
actin_control_IRIS647 PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:25:16
LAT |ate_synapse_mEos2_periphery PALM ThunderSTORM mEos2 LAT Jurkat E6.1 20/08/2024 14:23:05
LAT_late_synapse_mEos2_centre PALM ThunderSTORM mEos2 LAT Jurkat E6.1 20/08/2024 14:22:01
actin_late_synapse_IRIS647_periphery PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:19:54
actin_late_synapse_IRIS647 centre PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:17:30
actin_late_synapse_alpha_actin_KO_Phal647 peripher dSTORM ThunderSTORM phalloidin-647 actin Jurkat E6.1 20/08/2024 14:15:34
actin_late_synapse_alpha_actin_KO_Phal647 centre dSTORM ThunderSTORM phalloidin-647 actin Jurkat E6.1 20/08/2024 14:13:26
actin_early_synapse_IRIS647 periphery PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:10:36
Actin_early_synapse_IRIS647 centre PAINT ThunderSTORM atto 647N actin Jurkat E6.1 20/08/2024 14:01:55

PrimaryCD8 _TIGIT dSTORM ThunderSTORM alexafluor-647 TIGIT Primary CD8+  20/08/2024 13:54:11

Showing 1to 10 of 31 entries
Previous 2 3 4 Next

Example



nano-org Databank Upload Data My Uploads Shared With Me  Private Uploads My Jobs Log Out

Dataset Details

Title PrimaryCD8_TIGIT
Modality dSTORM

Primary Antibody
Primary Antibody Catalog Number
Secondary Antibody

Secondary Antibody Catalog

Number
Localization Software ThunderSTORM Data Set d eta i IS i n Cl u d i ng
Fluorophore alexafluor-647

erorein o all metadata provided by

UniProt Protein ID user during upload
Cell Type Primary CD8+
Primary Cell Line False

Cell Line Company

Cell Line Number

DOl

Drift Corrected True

Blink Corrected True



Data Files Options to view or

) e download dataset

Show 10 v entries

Search:
File Tl Display Density (detections per um?) Coverage (um?) ROIs Delete File
041220_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_003_-_GSD003_merge.csv - 4457. 54.0 -
041220_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_005_- GSD003_merge.csv - 52.51.. 990 -
041220 CD8_Phalloidin-488 TIGIT-AF647 0_mol CD155 007 - GSDOO3 merge.csv - 2393.. 9.0 -
041220 D2 _CD8_Phalloidin-488 TIGIT-AF647 O_mol CD155 002 - GSD003 merge.csv - 6755... 90 - T Delete
041220 D3 _CD8 _Phalloidin-488_TIGIT-AF647 0_mol CD155 001 - GSD004_merge.csv - 474.4.. 270 - T Delete
041220 D3_CD8 Phalloidin-488 TIGIT-AF647 0_mol CD155_003 - GSDO04_merge.csv - 1103... 90 - T Delete
041220 D3 CD8 Phalloidin-488 TIGIT-AF647 O mol CD155 007 - GSD004 merge.csv - 505.7. 18.0 -
041220_D3_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_009 - GSD003_merge.csv - 4429.. 36.0 -

Showing 110 8 of 8 entries

Previous [ Next

Similarity Search Results



Data Files

Show 10 v entries

File 1. Display

041220_CD8_Phalloidin-488 TIGIT-AF647 0_mol_CD155_005_-_GSD0O03_merge.csv

041220_CD8_Phadlloidin-488 TIGIT-AF647 0_mol CD155_007 - GSDO03_merge.csv

041220_D2_CD8 Phalloidin-488_TIGIT-AF647 0_mol CD155_002 - GSD003 merge.csv
041220_D3_CD8_Phalloidin-488 _TIGIT-AF647 O_mol CD155_001_-_GSD004_merge.csv
041220_D3_CD8_Phalloidin-488 TIGIT-AF647 O_mol CD155 003 - GSD004_merge.csv

041220_D3_CD8_Phalloidin-488 TIGIT-AF647 O_mol CD155_007 - GSD004_merge.csv

041220 _D3_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_009_-_GSD0O03_merge.csv

Showing 110 8 of 8 entries

Similarity Search Results

Density (detections per um?)

445.7...
52.51...
239.3..
6755...
474.4..
1103....
505.7..

4429..

Coverage (um?)

54.0

99.0

9.0

9.0

270

9.0

18.0

36.0

Search:
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TJ Delete

1 Next



Data Files Download ROI (if applicable) for individual
(i Beiecdifis crdoiiensindl| [Sommeiaiieo®®=dl| |0 calization file — RO files contain the xy
Show| 10 v Jentries coordinates for the cell-bounding polygon
File t. Display Density (detections per um?) Coverage (um?) ROIs Delete File
041220_CD8_Phalloidin-488_TIGIT-AF647 0_mol_CD155_003_-_GSD003_merge.csv - 44517. 54.0 E
041220_CD8_Phalloidin-488_TIGIT-AF647 0_mol_CD155_005_-_GSD003_merge.csv - 52.51... 99.0 -
041220_CD8 Phalloidin-488 TIGIT-AF647 Q_mol CD155 007 - GSDOO3 merge.csv - 2393.. 9.0 - T Delete
041220 D2 CD8 Phalloidin-488_TIGIT-AF647 0_mol_CD155_002_- GSD003_merge.csv - 6755... 9.0 -
041220_D3_CD8_Phalloidin-488 TIGIT-AF647 O_mol CD155 001 - GSD004_merge.csv - 474.4.. 270 - T Delete
041220_D3_CD8_Phalloidin-488 TIGIT-AF647 0_mol CD155_003 - GSDO04 merge.csv - 1103.... 9.0 - T Delete
041220_D3_CD8 Phalloidin-488_TIGIT-AF647 0_mol CD155_007 - GSD004_merge.csv - 505.7.. 180 -
041220_D3_CD8_Phalloidin-488_TIGIT-AF647 0_mol_CD155_009_- GSDO03_merge.csv - 4429.. 36.0 -

Showing 110 8 of 8 entries

Previous 1 Next

Similarity Search Results



Data Files Information provided about

{ Dourloial e ol erigna || Lpowmieadatisioraded | | 5 ]ization density and cell size for

Show 10_v Jertres each localization file
Search:

File 1! Display [J Density (detections per um?) Coverage (um?) §ROIs Delete File
041220_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_003_-_GSD003_merge.csv - 4457. 54.0 -
041220_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_005_- GSD003_merge.csv - 52.51.. 99.0 -
041220_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_007 - GSDOO3_merge.csv - 2393.. 9.0 - T Delete
041220 D2 CD8_Phalloidin-488 TIGIT-AF647 0_mol CD155 002 - GSDO03 merge.csv - 6755... 9.0 -
041220 D3 _CD8 _Phalloidin-488_TIGIT-AF647 0_mol CD155 001 - GSD004_merge.csv - 474.4.. 270 - T Delete
041220 D3_CD8 Phalloidin-488 TIGIT-AF647 0_mol CD155_003 - GSDO04_merge.csv - 1103... 9.0 - T Delete
041220 D3 CD8 Phalloidin-488 TIGIT-AF647 O mol CD155 007 - GSD004 merge.csv - 505.7. 18.0 -
041220_D3_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_009 - GSD003_merge.csv - 4429.. 36.0 -

Showing 110 8 of 8 entries

Previous 1 Next

Similarity Search Results



Data Files

Show 10 v entries

View localization data

File 1. Display

041220_CD8_Phalloidin-488 TIGIT-AF647 0_mol CD155_003_-_GSD003_merge.csv
041220_CD8_Phadlloidin-488 TIGIT-AF647 O0_mol CD155_005_-_GSD0O03_merge.csv
041220_CD8_Phalloidin-488 TIGIT-AF647 0_mol_CD155_ 007 - GSD003 merge.csv
041220_D2 CD8 Phalloidin-488_TIGIT-AF647 O_mol_CD155_002_-_GSD0O03_merge.csv
041220_D3_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_001_-_GSD004_merge.csv
041220_D3_CD8_Phalloidin-488 _TIGIT-AF647 0_mol_CD155_003 - GSD004_merge.csv

041220_D3_CD8_Phalloidin-488 TIGIT-AF647 O_mol CD155_007 - GSD004_merge.csv

041220 _D3_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_009_-_GSD0O03_merge.csv

Showing 110 8 of 8 entries

Similarity Search Results

Density (detections per um?)

445.7..
52.51...
239.3..
6755...
474.4..
1103...
505.7..

4429..

Coverage (um?)
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9.0

9.0
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9.0

18.0
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TJ Delete

1 Next
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Uploaded File Display

Filename 041220_CD8_Phalloidin-488_TIGIT-AF647_0_mol_CD155_003_-_GSD003_merge.csv

Dataset PrimaryCD8 TIGIT

Plot shows deviation of Ripley L function from the radius (red)
alongside the simulated distribution for complete spatial
randomness with a 95% confidence interval (blue).

This is a low resolution overview of the data file. Where
applicable, the blue polygon shows the first ROI and the red
grid shows how this ROI has been divided into sub-regions.
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20
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Visualisation of localization file including ROI
and locations of 3x3 um gridded squares

My Jobs Log Out

Ripley L function for the localization file



Data Files Alternatively, option to download

é localization files of 3x3 um gridded

Show 10 v enties squares for entire dataset

Search:
File Tl Display Density (detections per um?) Coverage (um?) ROIs Delete File
041220_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_003_-_GSD003_merge.csv - 4457. 54.0 -
041220_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_005_- GSD003_merge.csv - 52.51.. 99.0 -
041220_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_007 - GSDOO3_merge.csv - 2393.. 9.0 - T Delete
041220 D2 CD8_Phalloidin-488 TIGIT-AF647 0_mol CD155 002 - GSDO03 merge.csv - 6755... 9.0 -
041220 D3 _CD8 _Phalloidin-488_TIGIT-AF647 0_mol CD155 001 - GSD004_merge.csv - 474.4.. 270 - T Delete
041220 D3_CD8 Phalloidin-488 TIGIT-AF647 0_mol CD155_003 - GSDO04_merge.csv - 1103... 9.0 - T Delete
041220 D3 CD8 Phalloidin-488 TIGIT-AF647 O mol CD155 007 - GSD004 merge.csv - 505.7. 18.0 -
041220_D3_CD8_Phalloidin-488_TIGIT-AF647 0_mol CD155_009 - GSD003_merge.csv - 4429.. 36.0 -

Showing 110 8 of 8 entries

Previous 1 Next

Similarity Search Results
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Similarity Search Results C
4 Similarity between dataset and all other

datasets made publicly available is calculated

o, Download search results

Filter Results:

Modality Localization Software Fluorophore Protein Cell Type

Show 10 v entries

Search:
Dissimilarity Dissimilarity
Dissimilarity Dissimilarity  Score (thinned) Score (thinned) Localization Cell
Dataset Score (mean) 1! Score (std) (mean) (std) modality Software Fluorophore Protein Type
Jurkat_TIGIT 0925... 0.528... 1.308... 0.400... dSTORM  ThunderSTORM  alexafluor- TIGIT Jurkat
647 E6.1
NK_TIGIT 1.499... 0.803... 1.017... 0.440... dSTORM  ThunderSTORM alexafluor- TIGIT NK
647
LAT |ate_synapse_mEos2_periphery 1.841... 1014... 0.686... 0.299... PALM ThunderSTORM mEos2 LAT Jurkat
E6.1
SPL76 mEos3.3 Jurkat on Poly-L- 1.866... 1.002... 0.618... 0.479... PALM mEos3.3 SLP76 Jurkat
Lysine 5mins E6.1
PrimaryCD4_TIGIT 1900... 0946... 1.209... 0.585... dSTORM  ThunderSTORM alexafluor- TIGIT Primary
647 CD4+
LAT |ate_synapse_mEos2_centre 1.990... 0.877... 0.452... 0.278... PALM ThunderSTORM mEos2 LAT Jurkat
E6.1

SPL76 mEos3.3 Jurkat on anti-CD90  2.161... 0981... 0.344.. 0.215... PALM mEos3.3 SLP76 Jurkat
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Similarity Search Results

o, Download search results

Results can be downloaded

Filter Results:

Modality Localization Software Fluorophore Protein Cell Type
Show 10 v enfries
Search:
Dissimilarity Dissimilarity
Dissimilarity Dissimilarity  Score (thinned) Score (thinned) Localization Cell
Dataset Score (mean) 1! Score (std) (mean) (std) modality Software Fluorophore Protein Type
Jurkat TIGIT 0925... 0.528... 1.308... 0.400... dSTORM  ThunderSTORM  alexafluor- TIGIT Jurkat
647 E6.1
NK_TIGIT 1.499... 0.803... 1.017... 0.440... dSTORM  ThunderSTORM alexafluor- TIGIT NK
647
LAT |late_synapse_mEos2_periphery 1.841.. 1.014... 0.686... 0.299... PALM ThunderSTORM  mEos2 LAT Jurkat
E6.1
SPL76 mEos3.3 Jurkat on Poly-L- 1.866... 1.002... 0.618... 0.479... PALM mEos3.3 SLP76 Jurkat
Lysine 5mins E6.1
PrimaryCD4_TIGIT 1900... 0946... 1.209... 0.585... dSTORM  ThunderSTORM alexafluor- TIGIT Primary
647 CD4+
LAT |ate_synapse_mEos2_centre 1.990... 0.877... 0.452... 0.278... PALM ThunderSTORM mEos2 LAT Jurkat
E6.1
SPL76 mEos3.3 Jurkat on anti-CD90  2.161... 0981... 0.344.. 0.215... PALM mEos3.3 SLP76 Jurkat




Similarity Search Results

Filter Results:

" Modality " Localization Software ~ Fluorophore

Show 10 v entries

Dissimilarity

Dataset Score (mean)
Jurkat TIGIT 0925...
NK_TIGIT 1.499..

PrimaryCD4_TIGIT 1900...

Showing 1to 3 of 3 entries

Tl

Dissimilarity
Score (std)
0.528..

0.803...

0946...

Results can be filtered by

their metadata tags

Dissimilarity Score
(thinned) (mean)
1.308...

1.017..

1.209..

it

Dissimilarity Score
(thinned) (std)
0.400...

0.440...

0.585..

" Cell Type

modality

dSTORM

dSTORM

dSTORM

Localization

Software

ThunderSTORM

ThunderSTORM

ThunderSTORM

Search:

Cell
Fluorophore Protein Type

alexafluor- TIGIT Jurkat
647 E6.1

alexafluor- TIGIT NK
647

alexafluor- TIGIT Primary
647 CD4+

Previous Next
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Similarity Search Results  IMlean dissimilarity scores and standard deviation are
s Dounloadsearchresils provided — larger dissimilarity scores indicate larger
Filter Results: dissimilarity between datasets

Modality Localization Software Fluorophore Protein Cell Type

Show 10 v entries

Search:
Dissimilarity Dissimilarity Dissimilarity Score Dissimilarity Score Localization Cell
Dataset Score (mean) 1. Score (std) (thinned) (mean) (thinned) (std) modality Software Fluorophore Protein Type
Jurkat TIGIT 0925... 0.528... 1.308... 0.400... dSTORM  ThunderSTORM  alexafluor- TIGIT Jurkat
647 E6.1
NK_TIGIT 1.017... 0.440... dSTORM  ThunderSTORM  alexafluor- TIGIT NK
647
PrimaryCD4 _TIGI 1.209... 0.585... dSTORM  ThunderSTORM  alexafluor- TIGIT Primary
647 CD4+

Showing 1to 3 of 3 entries

Previous Next
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Similarity Search Results Dissimilarity scores of thinned data (30 localizations/um?)
o Dowrload searchresif are provided for users who want dissimilarity scores to be
Filter Results: independent of localization density

Modality Localization Software Fluorophore Protein Cell Type

Show 10 v entries

Search:
Dissimilarity Dissimilarity Dissimilarity Score Dissimilarity Score Localization Cell
Dataset Score (mean) 1. Score (std) (thinned) (mean) (thinned) (std) modality Software Fluorophore Protein Type
Jurkat TIGIT 0925... 0.528... 1.308... 0.400... dSTORM  ThunderSTORM  alexafluor- TIGIT Jurkat
647 E6.1
NK_TIGIT 1.499... 0.803... dSTORM  ThunderSTORM  alexafluor- TIGIT NK
647
PrimaryCD4 _TIGIT 1900... 0946... dSTORM  ThunderSTORM  alexafluor- TIGIT Primary

647 CD4+

Previous Next

Showing 1to 3 of 3 entries
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Welcome to nano-org

This website aims to deliver a publicly accessible, curated, and functional resource
containing single-molecule localisation microscopy (SMLM) data representing the
nanoscale distributions of proteins in cells. Nano-org was developed by the Research .
Software Group for a r¢s roiect led vy Professor Dylla , within the Institute

of Immunology and Im a

Please register to create an account or contact us with any questions.

\
|

Developed by the Research Software Group at the University of Birmingham

User Agreement | Contact us | Privacy | Legal | Freedom of Information | Cookies | Accessibility
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Welcome to nano-org

This website aims to deliver a publicly accessible, curated, and functional resource
containing single-molecule localisation microscopy (SMLM) data representing the
nanoscale distributions of proteins in cells. Nano-org was developed by the Research
Software Group for a research project led by Professor Dylan Owen , within the Institute
of Immunology and Immunotherapy at the University of Birmingham.

Please register to create an account or contact us with any questions.

\

Developed by the Research Software Group at the University of Birmingham

User Agreement | Contact us | Privacy | Legal | Freedom of Information | Cookies | Accessibility




Upload Data

Data uploaded to the nano-org website will be made available under the CC-BY-4.0 license. Please see the User Agreement for further conditions.

Give the uploaded data a unique title:
E.g. SPL76 mEos3.3 Jurkat on aCD3aCD28

Modality*

Fluorophore*

Protein*

Protein id

UniProt protein ID.

Cell type*

Cell line name.

|| Cell primary

Is this a primary cell line.

v

SEmins




Upload Data

Data uploaded to the nano-org website will be made available under the CC-BY-4.0 license. Please see the User Agreement for further conditions.

Title*

Modality*

dSTORM
PAINT
Other

Fluorophore*

Protein*

Protein id

UniProt protein ID.

Cell type*

Cell line name.

|| Cell primary
Is this a primary cell line.

Modality

Select the appropriate
modality



nano-org Databank Upload Data My Uploads Shared With Me  Private Uploads My Jobs Log Out

Upload Data

Data uploaded to the nano-org website will be made available under the CC-BY-4.0 license. Please see the User Agreement for further conditions.

Title*

Modality*

o dSTORM data

prmary antibody If uploading dSTORM data upload the
primary antibody used as well as the
secondary antibody (if applicable) along with
their antibody numbers

Primary antibody number *

Secondary antibody

Secondary antibody number

Secondary antibody catalog number.

Localization software*

Fluorophore*



nano-org Databank Upload Data My Uploads Shared With Me  Private Uploads My Jobs Log Out

Upload Data

Data uploaded to the nano-org website will be made available under the CC-BY-4.0 license. Please see the User Agreement for further conditions.

Title*

Modality*

Localization software
—— Select the localization
o software used to

Picasso
DECODE

—— process your results

Localization software*

other

Protein id

UniProt protein ID.

Cell type*

Cell line name.

Cell primary

Is this a primary cell line.



nano-org Databank Upload Data My Uploads  Shared With Me  Private Uploads My Jobs Log Out

Fluorophore*

Experimental metadata

o Input the fluorophore, protein and UniProt
protein ID (if available), long with cell type
and other relevant experimental details

Protein id

UniProf protein ID.

Cell type*

Cell line name.

Cell primary

Is this a primary cell line.

Cell company

Cell source company name.

Cell number

Cell catalog number.



Cell number

Cell catalog number.

Spermenteineres Provide any additional
experimental notes
(e.g. drug treatments,
timepoint experiment
details etc.)

DCI

DOI for associated publication or dataset.
[ Drift corrected
[ | Blink corrected

Effective pixel size (nm)*

<3

Files*

Choose Files no files selected

Dlamca calart vimi ir Aotartian Aete Elae AanA Aarntianalhs mah rsarn ramiane ~f intaract (ROe) . kheath ebhatilA e ~rov farmat DNeatartiam flae ~~m



Cell number

Cell catalog number.

Experimental notes

Provide a DOI if the
data is linked to a
publication

™

DOI for associated publication or dataset.

[ | Drift corrected
[ | Blink corrected

Effective pixel size (nm)*

Files*

<>

Choose Files no files selected

Dlamca calart vimi ir Aotartian Aete Elae AanA Aarntianalhs mah rsarn ramiane ~f intaract (ROe) . kheath ebhatilA e ~rov farmat DNeatartiam flae ~~m



Cell number

Cell catalog number.

Experimental notes

DCI

DOI for associated publication or dataset.

[ | Drift corrected

[ | Blink corrected

Effective pixel size (nm)*

<>

Files*

Choose Files no files selected

Dlameca calart vimt ir Aotartian Aot Elae AanA Arntiarne e

nahrvarn reaninne Af intaract (RNTe)  kheth cbhatilA e ~rov farmmat Nateartiam fSlace ~m

Tick whether the
samples have been
Drift corrected and/or
Blink corrected



Cell number

Cell catalog number.

Experimental notes

DCI

DOI for associated publication or dataset.

- Drifrconedted State the pixel size for
[ | Blink corrected .

the images, for
example, 100nm

Effective pixel size (nm)*

Files*

Choose Files no files selected ’

Dlamca calart vimi ir Aotartian Aete Elae AanA Aarntianalhs mah rsarn ramiane ~f intaract (ROe) . kheath ebhatilA e ~rov farmat DNeatartiam flae ~~m



Files*

Choose Files no files selected

Please select your defection data files and optionally polygon regions of interest (ROIs) - both should be .csv format. Detection files can
be produced with either ThunderSTORM or SMAP. Each (optional) ROI file contains the xy coordinates for the vertices of a single
polygon which can be produced using Fiji/ThunderSTORM. ROI files should be named {DETECTION_FILE_NAME}'_ROI".csv". For
example "experiment_ROI_1.csv" and "experiment_ROI_2.csv" define two polygon ROIs for detection file "experiment.csv".

- Prvere upod Upload detection data files and optionally polygon regions of

Select fo restrict access to yourself.

Shore wi interest (ROIs) - both should be .csv format. ROI files should
o be named {DETECTION_FILE_NAME}" ROI*.csv". For example

lewiscz

cheves "experiment_ROI_1.csv" and "experiment_ROI_2.csv" define

Leave blank fo upload to public database.

= two polygon ROIs for detection file "experiment.csv".



Files*

‘ Choose Files no files selected

Please select your defection data files and optionally polygon regions of interest (ROIs) - both should be .csv format. Detection files can
be produced with either ThunderSTORM or SMAP. Each (optional) ROI file contains the xy coordinates for the vertices of a single
polygon which can be produced using Fiji/ThunderSTORM. ROI files should be named {DETECTION_FILE_NAME}'_ROI".csv". For
example "experiment_ROI_1.csv" and "experiment_ROI_2.csv" define two polygon ROIs for detection file "experiment.csv".

[ Private upload

Select fo restrict access to yourself.

Share with

ahmedma
afraz
lewiscz
dnieves

Leave blank fo upload to public database.

Upload

Choose whether to restrict data
access to yourself (tick ‘Private
upload’), to other specific users
(click user names under 'Share with’)
or to the public (click neither of the
other options)




Files*

Choose Files no files selected

Please select your defection data files and optionally polygon regions of interest (ROIs) - both should be .csv format. Detection files can
be produced with either ThunderSTORM or SMAP. Each (optional) ROI file contains the xy coordinates for the vertices of a single
polygon which can be produced using Fiji/ThunderSTORM. ROI files should be named {DETECTION_FILE_NAME}'_ROI".csv". For
example "experiment_ROI_1.csv" and "experiment_ROI_2.csv" define two polygon ROIs for detection file "experiment.csv".

[ Private upload

Select fo restrict access to yourself.

Share with

ahmedma
afraz
lewiscz
dnieves

Leave blank fo upload to public database.

Upload

Click Upload when
finished




Creating a polygon region in
Fiji



Creating a polygon region in Fiji

. . @] Import
e Click:
| . ~Camera
° -
P Ugl ns -> [ Camera setup J
Im PO rt/EXpO rt -> File format:  CSV (comma separated)
* Import results File path:
~Results concatenation
Append to current table:
Starting frame number: 1
~Visualization
Live preview:
Raw image sequence for overlay:
Defaults - Cancel




Creating a polygon region in Fiji

Make sure file format
Is CSV

@ Import
~Camera
[ Camera setup J
~Input File
File format: | CSV (comma separated)
File path:
~Results concatenation
Append to current table:
Starting frame number: 1
~Visualization
Live preview:
Raw image sequence for overlay:
Defaults - Cancel




Creating a polygon region in Fiji

@ Import
~Camera
. . ( Camera setup J
Click here to navigate T

. File format: CSV (comma separated)
to thg f|.Ie path e path: d
CcO nta NI ng yOU I ~Results concatenation

Append to current table:

detection file

Starting frame number: 1

~Visualization
Live preview:

Raw image sequence for overlay:

Defaults - Cancel




Creating a polygon region in Fiji

| NN
File: 10l_CD155_001_-_GSD004_merge.csv
. =7 example
Navigate to CSV
Name ~  Date Modified
d ete Ctio n fi Ie a n d a 041220_D3_CD8_Phalloidin-488_TI... Tuesday, 20 August 2024 14:56

click "ok”

File Format: Known formats(csv,x|s, x...

New Folder Cancel -



Creating a polygon region in Fiji

O Import
Camera
Camera setup
You will be brought Input File
baCk to thlS menu - File format:  CSV (comma separated)
click “ok” File path: )01_-_GSD004_merge.csv | ... |

Results concatenation
Append to current table:

Starting frame number: 1

Visualization
Live preview:

Raw image sequence for overlay:

Defaults (7] - Cancel



Creating a polygon region in Fiji

"NaN to NaN"; 17.20x17.28 pym (1075x1080); 32-bit; 4.4MB

- @ (Fiji Is Just) ImageJ
Q) Off ©| A [\ |A| O[] ovfsujur| o] 4]a] |>

x=13.41 (838), y=0.48 (30), value=0.0

id frame x [nm] y [nm] sig. intensity [... offset[ph.. bkgstd [p.. uncertaint.. detections
1 1 1731....12389... 16...14091.511 26.505 66.385 6.431 11
2 1 8138 12... 3450.735 26.534 35.028 9.074 6
3 1 9147.... 14... 2654.323 25.948 15.881 7.51 3
4 1 9931.66 13... 28384.09 32.026 193.961 6.001 20
5 1 10588... 13... 26562.68 38.2 245.177 8.892 18
6 110782... 13... 4534.98 41.81 46.127 9.357 3
7 110891.. 13...26157.964 29.655 202.672 6.698 25
8 111216... 14... 3685.263 37.473 16.924 6.004 2
[} (( ° [} [} ” 9 111483... 12... 2455.475 49.014 39.707 12.604 2
10 112096.. 15...22365.574 37.832 85.641 5.027 5
C I C VI S u a I S a t I O n 11 112217... 12...20009.177 43.801 128.227 5.344 8
12 112839... 12... 3853.656 58.724 59.43 12.795 2
13 113901.. 14... 5945.369 38.361 21.718 4.796 2
14 114160... 13... 3369.598 47.607 20.086 6.607 2
15 114245.. 11... 2143.336 34.227 55.083 18.826 4
16 114338.. 14...22855.847 32.014 114.216 5.278 16
17 2 12107... 16... 1114.065 47.656 14.496 19.441 1
18 2 7617.92 15...21219.148 27.255 188.624 10.941 34
19 2 7701.... 14... 2513.23 33.361 27.217 12.059 4
20 2 8356.... 12... 3085.077 35.743 32.516 9.472 3
21 2 10946... 14... 3787.702 28.911 27.4 8.208 3
22 2 11407... 11... 2771.409 61.064 70.268 17.384 2
23 212122.. 16...26512.579 58.643 120.552 6.082 5
24 2 12629... 14... 4081.431 34.351 54.899 13.743 7
25 3 1705.... 14... 963.749 26.37 5.905 9.691 1
26 3 11624.. 16... 677.28 27.749 5.525 14.09 1
27 3 9168.... 14... 1165.369 33.585 14.184 14,551 2
28 3 12029... 16... 23407.979 42.477 65.682 3.968 5
29 3 13477.. 13... 4907.351 44,422 22.749 5.202 2
30 313920... 13... 2700.32 32,531 15.734 6.872 2
31 3 14305... 11...19754.914 46.747 320.777 10.364 21
Density filter Remove duplicates Merging Drift correction >

Filter 7]

Apply Restrict to ROI

Post-processing history: - Reset

v Preview Defaults Plot histogram Import Expor




Creating a polygon region in Fiji

"NaN to NaN"; 17.20x17.28 pym (1075x1080); 32-bit; 4.4MB

@ @ (Fiji Is Just) ImageJ
Q) Off ©| A [\ |A| O[] ovfsujur| o] 4]a] |>

x=13.41 (838), y=0.48 (30), value=0.0

id frame x [nm] y [nm] sig. intensity [... offset[ph.. bkgstd [p.. uncertaint.. detections
1 1 1731...12389.. 16..14091.511  26.505  66.385 6.431 11
2 1 8138... B335... 12.. 3450.735  26.534  35.028 9.074 6
3 1 9147... 875l.. 14.. 2654.323 25948  15.881 7.51 3
4 19931.66 9369... 13.. 28384.09  32.026 193.961 6.001 20
5  110588.. 7248... 13.. 26562.68 38.2  245.177 8.892 18
6  110782.. 4880... 13.. 4534.98 41.81  46.127 9.357 3
7 110891.. 9970... 13..26157.964  29.655 202.672 6.698 25
. ©  1a1mie senn  1a  acecasa 37493 1cn34 5.004 2
Visualization 17 12.604 2
1 5.027 5
ROI 7 5.344 8
3 12.795 2
° o )) Auto size by analyzed image Auto size by results 8 4.796 2
6 6.607 2
a I I ‘ I ‘ O . 3 18.826 4
V- 6 5.278 16
6 19.441 1
4 10.941 34
- 7 12.059 4
Width [px]: 512.0 6 9.472 3
. 4 8.208 3
Height [px]: 512.0 8 17.384 2
) o . 2 6.082 5
Visualization options 9 13.743 7
. ) | 5 9.691 1
Method:  Averaged shifted histograms @& B . 1100 1
4 14.551 2
o 2 3.968 5
Magnification: 5.0 9 5,202 2
) 4 6.872 2
3D: 7 10.364 21
Colorize z-stack Drift correction >
Z range (from:step:to) [nm] ): 1( 0 a8
Lateral shifts: 2 i Restrict to ROI
Axial shifts

Reset

. Import Expor
Defaults Use for preview - Cancel P P



Creating a polygon region in Fiji

o o Averaged shifted histograms (50%)
NaN to NaN 17.20x17.28 pym (1075x1080); 32-bit; 4.4MB

(Fiji Is Just) ImageJ

AP =IENYNF L IE (i

Stk

wio|sla] |>

Click the polygon tool
and draw around the
cell



Creating a polygon region in Fiji

"NaN to NaN"; 17.20x17.28 um (1075x1080); 32-bit; 4.4MB

(Fiji Is Just) ImageJ

BN AL s o] 48] |»

Stk

- | ROI Properties...
Roi Defaults...
¥ Add to Overlay

Right click on cell and | N

Duplicate...

C I i C k “ R O I . II"'-,III | . . Fit Spline
'--—-_-______. Create Mask
Properties...”

e \easure



Creating a polygon region in Fiji

o o Averaged shifted histograms (50%)
NaN to NaN 17.20x17.28 pym (1075x1080); 32-bit; 4.4MB

(Fiji Is Just) ImageJ

J <[ N A o] e|d] o

, y=0.48 (30), value=0.0

wio|sla] |>

Stk

Properties 1

Name:

Position: none

TiCk g I_iSt Group: none
. 1T Stroke color: none

coordinates” and -

CIICk ”O k” Fill color: none

List coordinates (19)

No properties

Cancel OK



Creating a polygon region in Fiji

o o Averaged shifted histograms (50%)
NaN to NaN 17.20x17.28 pym (1075x1080); 32-bit; 4.4MB

(Fiji Is Just) ImageJ

NN A LM st 0 48] >
y=0.48 (30), value=0.0
@® XY_Averaged Shlf;:
X Y |
6.720 0.896
6.080 1.760
. . 5.536 2.272
Right click the S e, okt
l d I h h I. 6.304 6 Table Action
window with the list 7.040 9
. 9.024 9 cut
of coordinates and 11.648 1 Copy
. 13.312 9 Clear
click “Save As...” 15.328 8 Select Al
16.160 7 Rename...
i::gg 2 Duplicate...
13:184 5 Apply Macro...
11.808 4 Sort...

Plot...




Creating a polygon region in Fiji

[ ) [ ] Averaged shifted histograms (50%)
"NaN to NaN"; 17.20x17.28 um (1075x1080); 32-bit; 4.4MB

(Fiji Is Just) ImageJ

)« N Ao m| ] o

Stk

wl0]4]8] |»

15665_001_-_GSD004_merge_ROfcs

Save it in the same directory as your  ©es

[% Documen ts

detection file and give it the name: @ oo
{DETECTION_FILE_ NAME} ROl.csv

= example e -

&
-
o
[1+]

=}

O me New Folder
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